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Introduction

Rice (Oryza sativa L.) is a staple food and one of the most 
commonly consumed cereals in Asia (Chung & Shin, 2007; Li et 
al., 2022). As the physiological activity of rice has been reported, 
interest in specialty rice has been steadily increasing (Loan et al., 
2024). Among the types of specialty rice, colored rice is highly 
beneficial to health with improved quality as it contains various 
minerals, vitamins, and polyunsaturated fatty acids (PUFA) (Rathna 
Priya et al., 2019; Mbanjo et al., 2020). In addition, it has a special 
flavor and pigments, such as tannins and anthocyanins. Anthocyanins 
are a type of flavonoid and water-soluble pigments that appear in 
red, purple and blue colors. They have the effect of reducing the 
risks related to oxidation, inflammation, and cardiovascular diseases 
(Seo et al., 2008; Tena et al., 2020). 

Black rice bran, a byproduct of grain refining, is rich in various 

components, including phytic acid, vitamin E, polyphenols, γ- 
oryzanol, and hemicelluloses, as well as anthocyanins (Das et al., 
2023). While black rice bran is an abundant source of nutritional 
components, it has the disadvantage of being difficult to digest 
(Kong & Lee, 2010). 

When rice bran is fermented with fungi, enzymes secreted by the 
microorganisms break down the complex structure of the rice bran, 
leading to an increase in phenolic acid content. During fermentation, 
microbial metabolism produces important compounds such as 
organic acids, phenolic acid, and polyunsaturated fatty acids (PUFA) 
(Oliveira et al., 2011; Shin et al., 2019). Additionally, hydrolytic 
enzymes from microorganisms, such as those derived from pro-
biotics, degrade high molecular-weight polymers such as carbo-
hydrate and protein weaken molecular bonds, and modify the 
structure of substrates, thereby increasing digestibility. Given these 
advantages, the fermentation process is used for biotechnological 
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application (Park & Oh, 2005; Tu et al., 2021). 
Most studies on rice bran fermentation focus on fungi (Schmidt 

et al., 2014), with relatively few investigating Bacillus spp. 
According to Li et al. (2023), Bacillus strains commonly found in 
traditional fermented foods secrete enzymes such as amylase and 
protease, enhancing the nutritional content. These strains also 
produce extracellular polysaccharides and peptides with antimi-
crobial properties that inhibit harmful microorganisms. Despite these 
benefits, the use of Bacillus remains limited by antimicrobial 
substances inhibition from black rice. Research on rice bran 
fermentation has also been limited for colored rice, and it has only 
recently begun to attract attention. Therefore, this study aims to 
ferment black rice bran using Bacillus spp. derived from traditional 
Korean fermented foods and analyze the nutritional contents of the 
fermented black rice bran extract.

Materials and Methods

Black rice bran and bacterial strains

Black rice bran was obtained by milling black rice harvested in 
Jincheon, Korea. It was dried in an oven (OF12GW, Jeio-Tech Co., 
Seoul, Korea) at 60℃ for 10 h. The dried black rice bran was 
milled using a blender (Blender 7012S, Waring, Torrington, CT, 
USA) and stored at 4℃.

Eighteen strains of Bacillus spp. were previously isolated from 
traditional Korean fermented foods, Kimchi and Gochujang, in our 
laboratory. Each strain was preserved at –80℃ in glycerol stock 
(20% v/v) and sub-cultured in tryptic soy broth (TSB; Difco 
Laboratories, Detroit, MI, USA) prior to use in experiments. 

Screening of Bacillus strains 

To screen Bacillus strains for black rice bran fermentation, amy-
lolytic and proteolytic activities were evaluated using the protocol 
described by Medeiros et al. (2018). For amylolytic activity, the 
strains were sub-cultured in TSB and then streaked on TSB agar 
containing 1% soluble starch. The plates were incubated at 37℃ for 
2 days. A 1% Lugol’s iodine solution was poured onto the TSB agar 
plates, and the presence of a clear zone surrounding the colony 
indicated amylolytic activity. 

To evaluate the proteolytic activity, the strains were sub-cultured 
in TSB and then streaked on 1% skim milk agar. The plates were 

incubated at 37℃ for 48 h. A clear zone surrounding the colony 
indicated proteolytic activity. These activities were quantified by 
measuring the diameter of the clear zone surrounding the colony.

Fermentation of black rice bran 

Among 18 Bacillus spp., five strains were selected for the 
fermentation of black rice bran. Black rice bran medium was 
prepared by adding black rice bran to distilled water at a 4% (w/v) 
ratio and autoclaving the mixture at 121℃ for 15 min. The selected 
Bacillus spp. were sub-cultured in TSB and then transferred to the 
black rice bran medium at an inoculation rate of 2% (v/v). The 
culture was incubated at 37℃ for 24 h with shaking at 150 rpm. 
During incubation, samples were taken at 0, 4, 8, 12, and 24 h. The 
samples were serially diluted with 0.1% sterile peptone water, and 
the appropriate dilutions were plated onto TSB agar plates. The 
viable cell was counted after 24 h of incubation at 37℃. 

Extraction of fermented black rice bran 

To analyze the nutritional components of fermented black rice 
bran, the black rice bran supernatant was filtered using Whatman 
No. 2 filter paper. Non-fermented black rice bran, collected at 0 h 
fermentation, was filtered through a filter paper. The filtered extracts 
were freeze-dried and stored at –20℃ until further analysis.

Identification of selected Bacillus strain

The selected Bacillus spp. was identified using an API 50 CHB 
kit (BioMerieus, Lyon, France). The result was analyzed using 
biochemical profiles of the apiwebTM database. The 16S rRNA 
sequencing analysis was conducted by Macrogen (Seoul, Korea). 
The obtained sequence was compared to the NCBI (National Center 
for Biotechnology Information) data base using the BLAST 
software. A phylogenetic tree was then constructed using MEGA 
software and Clustal X for alignment.

Analysis of nutritional components of fermen-

ted black rice bran extract 

The nutritional components (moisture, total ash, lipid, and 
nitrogen content) of black rice bran and fermented black rice bran 
extracts were analyzed using the methods outlined by the Associa-
tion of Official Analytical Chemists (AOAC, 1998). Total carbo-
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hydrate content was calculated by subtracting other components.

Statistical analysis

Statistical analysis was conducted using the SPSS 18 software 
(Chicago, IL, USA). Mean values were statistically analyzed using 
one-way analysis of variance (ANOVA) followed by Duncan’s 
multiple range tests and Students-t test. The p-values less than 0.05 
were considered statistically significant.

Results and Discussion

Screening of Bacillus strains

Eighteen Bacillus spp. were previously isolated from Korean 
traditional fermented foods (Kim et al., 2012). These isolates have 
often used as fermentation starters, as reported in previous studies 
(Lee et al., 2010; Lim, 2010). Among them, Bacillus spp. produce 
various enzymes, which contribute to hydrolysis of substrates during 
fermentation (Alrahmany et al., 2013; Li et al., 2023). Accordingly, 
the amylolytic and proteolytic activities of Bacillus spp. indicate the 
ability to break down the components of black rice bran during 
fermentation. Therefore, the amylolytic and proteolytic activities of 
Bacillus spp. were measured to screen Bacillus strains, and the 
results are shown in Table 1. Only four of the 18 Bacillus spp. 
showed amylolytic activity on starch agar. The KU3 and KU28 
strains exhibited the highest amylolytic activity, having clear zones 
of 5 mm. With regard to proteolytic activity, all 18 of the Bacillus 
spp. showed clear zones of between 4 and 26 mm on the skim milk 
agar. Six of the 18 Bacillus spp. had clear zones of over 16 mm. 
The KU24 strain exhibited the largest clearing zone. KU2 and 
KU28 strains also had high clear zones over 20 mm. Ten of the 
Bacillus spp. had clear zones between 8 and 16 mm. Only two of 
the strains had clear zones of less than 8 mm. Among the 18 
Bacillus spp., four strains (KU3, KU28, KU611, and KU612) had 
both amylolytic and proteolytic activities. With four strains, KU24, 
which had the highest proteolytic activities, was selected as primary 
strains for further fermentation of black rice bran.

Fermentation of black rice bran by selected 

Bacillus strains

Five selected Bacillus strains (KU3, KU24, KU28, KU611, and 
KU612) were grown in black rice bran. The numbers of viable cells 

in black rice bran medium are presented in Fig. 1. The initial viable 
cell counts of the five selected strains ranged from 5.83 to 6.18 Log 
CFU/mL. The viable cell number of KU3 strain had the highest 

Isolates Origin Amylolytic activity Proteolytic activity

KU2 Kimchi -1) +++

KU3 Kimchi + ++

KU5 Doenjang - ++

KU23 Gochujang - ++

KU24 Gochujang - +++

KU25 Kimchi - ++

KU28 Kimchi + +++

KU44 Kimchi - +

KU57 Kimchi - +++

KU58 Kimchi - ++

KU63 Kimchi - ++

KU66 Kimchi - ++

KU67 Kimchi - +++

KU211 Kimchi - +++

KU541 Kimchi - ++

KU611 Kimchi + +

KU612 Kimchi + ++

KU711 Kimchi - ++

1) -: not detected, +: ≤8 mm, ++: ≤16 mm, +++: >16 mm.

Table 1. Amylolytic and proteolytic activities of Bacillus spp. isolated from 
Korean traditional fermented foods

Fig. 1. Viable cell counts of selected Bacillus strains in black rice bran 
medium for fermentation. ■, Bacillus sp. KU3; ○, Bacillus sp. KU24; □, 
Bacillus sp. KU28; ▲, Bacillus sp. KU611; ◆, Bacillus sp. KU612. 
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ability to grow in black rice bran medium, increasing from 5.83 to 
7.55 Log CFU/mL after 24 h. Viable cell numbers of KU24, KU28, 
KU611, and KU612 strains gradually increased for 12 h and 
decreased after 24 h of fermentation. The viable cell numbers of 
KU24 and KU28 strains increased from 5.86 and 5.99 Log CFU/mL 
to 7.49 and 7.21 Log CFU/mL, respectively, after 12 h of 
fermentation. The cell numbers decreased to 6.89 and 6.59 Log 
CFU/mL, respectively, after 24 h. Kim et al. (2006) reported that 
Bacillus strains and lactic acid bacteria were well grown during 
fermentation of brown rice. The viable cell numbers of Bacillus 
strains increased more than 8 Log CFU/mL after 24 h or 48 h (Kim 
et al., 2006). The better growth observed in brown rice is due to 
its inclusion of the germ and endosperm, making it nutritionally 
richer than black rice bran and therefore, more suitable for the 
growth of Bacillus strains. In a study on fermentation of black rice 
bran with lactic acid bacteria, black rice bran was hydrolyzed using 
commercial α-amylase and then fermented with lactic acid bacteria. 
Although viable cell count was not analyzed, the pH decreased from 
approximately 6.0 before fermentation to around 3.4 after 24 h of 
incubation, suggesting that lactic acid bacteria grew in hydrolyzed 
black rice bran (Lin et al., 2024). 

Extraction yield of black rice bran with or 

without fermentation

The extraction yields of non-fermented black rice bran and 
fermented black rice bran for 24 h by selected strains (KU3, KU24, 
KU28, KU611, and KU612) are shown in Table 2. The extraction 
yields of non-fermented black rice bran ranged from 17.46 to 18.18. 
After 24 h of fermentation, the extraction yields increased by 
approximately 5%, from 22.02 to 23.96%. The extraction yield of 
fermented black rice bran by the KU611 strain was the highest. 
However, there was no significant difference in the extraction yields 
of fermented black rice bran by other four strains.

Identification of KU3 strain 

Among the selected strains, KU3 strain exhibited both amylolytic 
and proteolytic activities, and showed a trend of increasing viable 
cell count after 24 h fermentation. It was therefore considered to 
have a higher survival rate in black rice bran medium compared to 
other strains. Thus, KU3 strain was considered as the best strain 
for fermentation of black rice bran. This KU3 strain was identified 

as Bacillus subtilis/amyloliquefaciens (98.5% similarity) by bio-
chemical fermentation patterns in Table 3. In addition, the strain 
showed 99.9% similarity with Bacillus subtilis based on partial 
sequence comparison using BLAST. The result of the 16S rRNA 
sequencing of Bacillus subtilis KU3 is shown in Fig. 2.

Comparison of non-fermented black rice bran 

extract and fermented black rice bran extract 

The results of the proximate analysis for each extract are shown 
in Table 4. The carbohydrate was shown to be the primary 
constituent of both black rice bran extracts with the contents of 
77.26% and 77.13%. Only the ash content increased after 
fermentation. The lipid contents of both black rice bran extracts 
were lower than that reported in other studies on rice bran. This 
is likely due to water being used as the solvent, which results in 
lower lipid components (Kupski et al., 2012; Gosangi & Sharma, 
2023). Choi et al. (2010) and Faccin et al. (2009) reported that lipid 
and carbohydrate contents decreased while protein, ash, and 
moisture contents increased after fermentation of rice bran for 2 
weeks. Ribeiro et al. (2024) reported that there were changes in the 
composition over the fermentation period. As fermentation by fungi 
progressed, the carbohydrate content decreased, and consequently, 
the content of other components increased. During the fermentation 
of soybeans with Bacillus spp., the degradation of proteins and 
carbohydrates was observed, accompanied by a significant increase 
in peptides and oligosaccharides (Amoa-Awua et al., 2006). These 
results suggest that the degradation of carbohydrate and protein 
progressed during fermentation with Bacillus subtilis (KU3 strain) 

Bacillus spp.

Extraction yield (%)

Non-fermented black 
rice bran extract

Fermented black rice 
bran extract

KU3 17.55±0.81a,x 22.69±0.41a,y

KU24 17.56±0.46a,x 22.69±0.89a,y

KU28 18.18±0.97a,x 22.02±1.83a,y

KU611 17.46±0.77a,x 23.96±2.76a,y

KU612 17.86±1.09a,x 22.16±1.15a,y

1)Values are mean±SD. 
aStatistical significant differences (p< 0.05) within a column by Duncan’s multiple 
range test. 
x-yStatistical significant differences (p< 0.05) within same strains by student-t test. 

Table 2 Extraction yield of non-fermented black rice bran extract and 
fermented black rice bran extracts by selected five Bacillus spp.1)
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which exhibited both amylolytic and proteolytic activities.
In conclusion, Bacillus spp. isolated from Korean traditional 

fermented foods screened for the fermentation of black rice bran. The 
KU3 strain identified as Bacillus subtilis was the potential strain as 
a starter culture for the fermentation of black rice bran with increasing 
the availability of nutrients. Additionally, this study provided the 
possible utilization of black rice bran through fermentation to develop 
functional food ingredients. It will need to investigate the physiolo-
gical activity of fermented black rice bran as further study. 
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Components
Non-fermented 

black rice bran extract
Fermented 

black rice bran extract

Carbohydrate 77.26±0.21 77.13±0.12

Protein 10.89±0.24 10.06±0.22

Lipid 2.02±0.10 1.70±0.15

Ash 9.80±0.03 11.14±0.33

1)Values are mean±SD.

Table 4. Composition of non-fermented black rice bran extract and fermented
black rice bran extract by Bacillus subtilis KU3 strain1) (dry weight basis %)

Carbohydrate KU3 Carbohydrate KU3

Control -1) Esculine +

Glycerol - Salicine +

Erythritol - D-Cellobiose +

D-Arabinose - D-Maltose +

L-Arabinose + D-Lactose +

D-Ribose + D-Melibiose +

D-Xylose + D-Saccharose +

L-Xylose - D-Trehalose +

D-Adonitol - Inuline -

Methyl-β-D-Xylopyranoside - D-Melezitose -

D-Galactose - D-Raffinose +

D-Glucose + Amidon +

D-Fructose + Glycogen +

D-Mannose + Xylitol -

L-Sorbose - Gentiobiose -

L-Rhamnose - D-Turanose -

Dulcitol - D-Lyxose -

Inositol + D-Tagatose -

D-Mannitol + D-Fucose -

D-Sorbitol + L-Fucose -

Methyl-α-D-mannopyranoside - D-Arabitol -

Methyl-α-D-Glucopyranooside + L-Arabitol -

N-Acetyl glucosamine - Gluconate -

Amygdaline + 2-Keto-Gluconate -

Arbutine + 5-Keto-Gluconate -

1)+: positive, -: negative.

Table 3. Biochemical fermentation patterns of Bacillus subtilis KU3 strain
by API 50 CHBkit



HJ Yoon et al. Food Eng. Prog. 2024;28(4):289-295

294 https://www.foodengprog.org

References 

Alrahmany R, Avis TJ, Tsopmo A. 2013. Treatment of oat bran 
with carbohydrates increases soluble phenolic acid content 
and influences antioxidant and antimicrobial activities. Food 
Res. Int. 52: 568-574. 

Amoa-Awua WK, Terlabie NN, Sakyi-Dawson E. 2006. Screen-
ing of 42 Bacillus isolates for ability to ferment soybeans into 
dawadawa. Int. J. Food Microbiol. 106: 343-347.

Association official analytical chemists (AOAC) 1998. Official 
methods of analysis. 16th ed. Arlington, VA, USA.

Choi HI, Lee BK, Kim SJ. 2010. Study on the nutritional 
components of non-fermented rice bran and fermented rice 
bran. Korean J. Food Nutr. 23: 1-7.

Chung HS, Shin JC. 2007. Characterization of antioxidant alka-
loids and phenolic acids from anthocyanin-pigmented rice 
(Oryza sativa cv. Heugjinjubyeo). Food Chem. 104: 1670-1677.

Das M, Dash U, Mahanand SS, Nayak PK, Kesavan RK. 2023. 
Black rice: a comprehensive review on its bioactive com-
pounds, potential health benefits and food applications. Food 
Chem. Adv. 3: 100462.

Faccin GL, Miotto LA, Vieira LDN, Barreto PLM, Amante ER. 
2009. Chemical, sensorial and rheological properties of a new 
organic rice bran beverage. Rice Sci. 16: 226-234.

Gosangi A, Sharma N. 2023. Unveiling the proximate compo-
sition of pigmented and non-pigmented rice bran. Int. J. Plant 
Soil Sci. 35: 620-626.

Kim KY, Kim HG, Song BC, Cha CJ. 2006. Screening for 
fermentative microorganisms that grow on brown rice with 
high amylase and protease activities. Korean J. Microbiol. 42: 
160-163.

Kim SY, Lee NK, Han EJ, Paik HD. 2012. Characterization of 
subtilin KU43 produced by Bacillus subtilis KU43 isolated 
from traditional Korean fermented foods. Food Sci. Biotech-
nol. 21(5): 1433-1438.

Kong SH, Lee JS. 2010. Antioxidants in milling fractions of 
black rice cultivars. Food Chem. 120: 278-281. 

Kupski L, Cipolatti E, Da Rocha M, Oiveira M dos S, 
Souza-Soares L, De A, Badiale-Furlong E. 2012. Solid-state 
fermentation for the enrichment and extraction of proteins and 
antioxidant compounds in rice bran by Rhizopus oryzae. Braz. 
Arch. Biol. Technol. 55: 937-942. 

Lee MS, Lee NK, Chan KH, Choi SY, Song CK, Paik HD. 
2010. Isolation and characterization of a protease-producing 
bacterium, Bacillus amyloliquefaciens P27 from meju as a 
probiotic starter for fermented meat products. Korean J. Food 

Sci. An. 30: 804-810.
Li P, Chen YH, Lu J, Zhang CQ, Liu QQ, Li QF. 2022. Genes 

and their molecular functions determining seed structure, 
components, and quality of rice. Rice. 15: 11.

Li Z, Zheng M, Zheng J, Gänzle MG. 2023. Bacillus species 
in food fermentations: an underappreciated group of orga-
nisms for safe use in food fermentations. Curr. Opin. Food 
Sci. 50: 101007.

Lim SM. 2010. Cultural conditions and nutritional components 
affecting the growth and bacteriocin production of Lacto-
Bacillus plantarum KC21. Food Sci. Biotechnol. 19: 793-802. 

Lin S, Zhang X, Wang J, Li T, Wang L. 2024. Effect of lactic 
acid bacteria fermentation on bioactive components of black 
rice bran (Oryza sativa L.) with different milling fraction. 
Food Biosci. 58: 103684.

Loan LTK, Vinh BT, Tai NV. 2024. Recent important insight into 
nutraceuticals potential of pigmented rice cultivars: a promising 
ingredient for future food. J. App. Biol. Biotech. 12: 36-42.

Mbanjo EGN, Kretzschmar T, Jones H, Ereful N, Blanchard C, 
Boyd LA, Sreenivasulu N. 2020. The genetic basis and 
nutritional benefits of pigmented rice grain. Front. Genet. 11: 
1-18.

Medeiros S, Xie J, Dyce PW, Cai HY, DeLange K, Zhang H, 
Li J. 2018. Isolation of bacteria from fermented food and 
grass carp intestine and their efficiencies in improving 
nutrient value of soybean meal in solid state fermentation. J. 
Anim. Sci. Biotechnol. 9: 29.

Oliveira MDS, Feddern V, Kupski L, Cipolatti EP, Badiale- 
Furlong E, De Souza-soares LA. 2011. Changes in lipid, fatty 
acids and phospholipids composition of whole rice bran after 
solid-state fungal fermentation. Bioresour. Technol. 102: 
8335-8338. 

Park KB, Oh SH. 2005. Production and characterization of 
GABA rice yogurt. Food Sci. Biotechnol. 14: 518-522. 

Rathna Priya TS, Eliazer Nelson ARL, Ravichandran K, Antony 
U. 2019. Nutritional and functional properties of coloured rice 
varieties of South India: a review. J. Ethn. Foods 6: 1-11.

Ribeiro AC, Graca CDS, Chiattoni LM, Massarolo KC, Duarte 
FA, Mellado MDLS, Soares LA de S. 2024. Fermentation 
process in the availability of nutrients in rice bran. R.R: J. 
Microbiol. Biotechnol. 6: 2:45-52.

Schmidt CG, Goncalves LM, Prietto L, Hachbart HS, Furlong 
EB. 2014. Antioxidant activity and enzyme inhibition of 
phenolic acids from fermented rice bran with fungus Rizhopus 
oryzae. Food Chem. 146: 371-377. 

Seo SJ, Choi YM, Lee SM, Kong SH, Lee JS. 2008. Antioxi-



HJ Yoon et al. Food Eng. Prog. 2024;28(4):289-295

https://doi.org/10.13050/foodengprog.2024.28.4.289 295

dant activities and antioxidant compounds of some specialty 
rices. J. Korean Soc. Food Sci. Nutr. 37: 129-135. 

Shin HY, Kim SM, Lee JH, Lim ST. 2019. Solid-state fer-
mentation of black rice bran with Aspergillus awamori and 
Aspergillus oryzae: effects on phenolic acid composition and 
antioxidant activity of bran extracts. Food chem. 272: 
235-241.

Tena N, Martín J, Asuero AG. 2020. State of the art of 
anthocyanin: antioxidant activity, sources, bioavailability, and 
therapeutic effect in human health. Antioxidants 9: 451. 

Tu Y, Huang S, Chi C, Lu P, Chen L, Li L, Li X. 2021. 
Digestibility and structure changes of rice starch following 
co-fermentation of yeast and Lactobacillus strains. Int. J. Biol. 
Macromol. 184: 530-537.


